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BACKGROUND

e \With the rise of antibiotic resistance, finding new
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Replication Cycles in E. coli
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Objectives

e To determine if the removal of the atpB or atpE gene disrupts E. coli and

bacteriophage growth and replication

e \We hypothesize that the removal of either the aptB or atpE gene will slow or

inhibit bacterial and phage replication.

the gene deletions.

Aim 2: Quantify Phage Replication. All three strains were infected with T-series
bacteriophages (T2 and T4). Plague assays were performed to measure viral
vield (PFU/mL) and generate lysis curves. A two-timepoint phage titer
experiment was also conducted for the parent and AatpB strains using T4.

EXPERIMENTAL RESULTS
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