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BUSCO Scores of In-Group Transcriptomes

Figure S1: BUSCO scores of combined (single and multiple copy) transcripts in dinoflagellate transcriptomes. The X-axis 
shows the transcriptome listed as the species and strain number if needed in order of acending score. The Y-axis is the 
fraction of core genes in the BUSCO eukaryote database with transcript matches as a percent.


