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the reaction; The 2 right tubes (with s
betaine) change color at a slower rate 3
than the left 2 (3A)

e Reactions with cDNA experience a
color change quicker than without-
tubes 2&4 (3B)

e Tubes 1&3 both don’'t have cDNA but
tube 3 (with betaine) does not undergo
solid color change (3B)

- Figure 4. We tested different concentrations of
"= cDNA to evaluate our sensitivity. We saw how the
™ & | reaction differed between a no cDNA (tube #1), 1 fM
= | (tube #2), 1 pM (tube #3), and 1 nM (tube #4).
Figure 4A was at minute 0, 4B was at minute 40,
' and 4C was minute 50.

Figure 3. PCR tubes 1 and 2 have no betaine while tubes 3 and 4 have
betaine added. Tubes 1 and 3 have no cDNA while tubes 2 and 4 have
cDNA. At minute 20 our first color change occurred(3A), followed by our
2nd and 3rd color change(3B) at minute 40.
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Fluorescent LAMP w/ Betaine

Figure 5. Fluorescent LAMP with betaine;
1 nM H1, H2 & cDNA with portable
fluorescent viewer. Positive was control
(miR-101-3p) and negative controls were
incubated at 65°C. 5A shows the initial
reaction setup, while 5B displays samples
after 35 minutes, still lacking
fluorescence.
e Neither positive nor negative controls
exhibited fluorescence, indicating
unsuccessful amplification.

Figure 6. Gel Analysis to confirm
ligation with 100 nM concentrations of
H1, H2, and cDNA (positive control) or
no cDNA (negative control).
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e Optimize sensitivity and specificity of our miR-101-3P assay

e Develop a one-pot assay method that combines all reactions: reverse
transcription, ligation, LAMP amplification in a single tube

e EXxplore the adaptability of our LAMP-based assay for detecting other cancer
biomarkers, such as miR-21 or miR-155
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